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Figure 12 



CCTTTAAbACCAATGACTTACAAGGCAGCTGTAGATCTTAGCCACTTTTTAAAAG 
AAAGGoicK3ACTGGAAGGGCrAATTCACTCCCAAAGAAGACAAGATATCCnTO 

(SI) 

ATCTGTGlGATCTACCACACACAAGGCTACTTCCCTGATrAGCAGAACTACA 
CACCAGC GCCAGGGGTCAGATATCCACTGACCnTGGATGGTGCTACAAGCTAG 
TACCAGirGAGCCAGATAAGATAGAAGAGGCCAATAAAGGAGAGAACACCAQC 
TIGTTAC/ICCCTGTGAGCCTGCATGGGATGGATGACCCGGAGAGAGAAGTGTTA 
GAGTGGAGGTTroACAGCCGCCrAGCATTTCATCACGTGGCCCGAGAGCTGCAT 

(S2) 

CCGGACytACTTCAAGAACTGCTGACATCOAGCTIGCTACAAGGGACriTCC 

(S3) 

gctgggGactTTCCAGGGaggcgtggcctgggcgggactggggagtggcg 

AGCCCTdAGATCCTGCATATAAGCAGCTGCrriTlGCCTGTACTGGGTCTCT 

GTTAGAdCAGATXnGAGCCTGGGAGCTCTCTGGCTAACTAGGGAACCCACTGCT 

TAAGCCn[CAATAAAGCTTGCCTTGAGTGCTTC 
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A) Human T-lympho tropic virus 1 isolate ES02-JCP long terminal repeat, 5' 
partial sequence. 

cagggcccag actagggctc tgacgtctcc ccccggaggg acagctcagc accggctcag 61 
gctaggccct gacgtgtccc cctgaagaca aatcataagc tcagacctcc gggaagccac 121 
cggaaccacc catttcctcc ccatgtttgt caagccgccc tcaggcgttg acgacaaccc 181 
ctcacctcaa aaaactt TTCATGGCA cgca tatggctgaa taaactaaca ggagtctata 241 
aaagcgtgga gacag TTCAG GAG ggggctc gcatctctcc ttcacgcgcc cgccgcccta 301 
cctgaggccg ccatccacgc cggttgagtc gcgttctgcc gcctcccgcc tgtggtgcct 361 
cctgaactgc gtccgccgtc taggtaagtt cagagctcag gtcgagaccg ggcctttgtc 421 
cggcgctccc ttggagcctg cctagactca gccggctctc cacgctttgc ctgaccctgc 4 81 
ttgctcaact ctgcgtcttt gtttcgtttt ctg TTCTGCGCC g ctacaga tcgaaagttc 541 
cacccctttc cctttcattc acg 



B) FIV genome 
5' LTR = 1. .355 



1 tgggatgagt attggaaccc tgaagaaata gaaagaatgc ttatggacta gggactgttt 61 
acgaacaaat gataaaagga aatagctgag catgactcat agttaaagcg ctagcagctg 121 
cctaaccgca aaaccacatc ctatggaaag cttgctaatg acgtataagt tgttccattg 181 ; 
taagagtata taaccagtgc tttgtgaaac TTCGAGGAG t ctctttgttg aggacttttg 241 
agttctccct tgaggctccc acagatacaa taaatatttg agattgaacc ctgtcgagta 301 
tctgtgtaat cttttttacc tgtgaggtct cggaatccgg gccgagaact tcgcagttgg 



C) SIV genome 
5' LTR = 1. .688 



tggatgggat atattactct gaaagaagag aaaagatcct gaatttgtat gccttgaacg 61 
aSgglllat aatagatgat tggcaagctt actcaccagg cccggggata ^Sgtacccga 121 
gL?c?ttgg cttctgcttt aagctagtcc cagtggacct gcatgaggag gcacgcaact 181 
IJIagagala ctgtctgatg catccagcac agatggggga agatcctgat ggaatagatc 241 
ItlSgaagt ct?ggtctgg aagtttgacc cgaagttggc ggtggagtac cgcccggaca 301 
?g??taagga catgcacgaa catgcaaagc gctagtgtca gcactttgcg gttgggactt 361 
tccgccSlg act?tcclca gtgggtggat cggaggcggt acaggggcgg tactgggagt 421 
ggctttcccc tcagagctgc ataaaagcag atgctcgctg gcttgtaact cagtctctta 481^ 
ctaggagacc agctagagcc tgggtg TTCGCTGGT tagcc taacccggtt ggccaccggg 541 
ggtaaggact ccttggcttc atatagctca ataaacctgc tcgcttagtc gctatattgg 601 
a|tca!|tgc tcat?Sctgc gccgagcctc tagaggtgaa cctctcttac tgggttctcc 661 
tgtacccagg tgggagaaac tccagcagtg 



Figure 19 



A) STAT 5A 



MAGW I QAQQLQGDALRQMQVL YGQHF P I E VRH YLAQW I E S QPWDA I DLDNPQDRAQ A 
TQLLEGLVQELQKKAEHQVGEDGFLLKI KLGHYATQLQKT YDRCPLELVRC I RH I L Y 
NEQRLVREANNCSSPAGILVDAMSQKHLQINQTFEELRLVTQDTENELKKLQQTQEY 
FIIQYQESLRIQAQFAQLAQLSPQERLSRETALQQKQVSLEAWLQREAQTLQQYRVE 
LAEKHQKTLQLLRKQQTIILDDELIQWKRRQQLAGNGGPPEGSLDVLQSWCEKLiAEI 
IWQNRQQIRRAEHLCQQLPI PGPVEEMLAEVNATITDI ISALVTSTFI lEKQPPQVL 
KTQTKFAATVRLLVGGKLNVHMNPPQVKATIISEQQAKSLLKNENTRNECSGEILNN 
CCVMEYHQATGTLSAHFRNMSLKRIKRADRRGAESVTEEKFTVLFESQFSVGSNELV 
FQVKTLSLPWVIVHGSQDHNATATVLWDNAFAEPGRVPFAVPDKVLWPQLCEALNM 
KFKAEVQSNRGLTKENLVFLAQKLFNNSSSHLEDYSGLSVSWSQFNRENLPGWNYTF 
WQWFDGVMEVLKKHHKPHWNDGAI LGFVNKQQAHDLL INKPDGTFLLRFSDSE I GGI 
TIAWKFDSPERNLWNLKPFTTRDFSIRSLADRLGDLSYLIYVFPDRPKDEVFSKYYT 
PVLAKAVDGYVKPQIKQWPEFVNASADAGGSSATYMDQAPSPAVCPQAPYNMYPQN 
PDHVLDQDGEFDLDETMDVARHVEELLRRPMDSLDSRLSPPAGLFTSARGSLS 



B) STAT 5B 

MAVWIQAQQLQGEALHQMQALYGQHFPIEVRHYLSQWIESQAWDSVDLDNPQENIKA 
TQLLEGLVQELQKKAEHQVGEDGFLLKI KLGHYATQLQNTYDRCPMELVRCIRHILY 
NEQRLVREANNGSSPAGSLADAMSQKHLQINQTFEELRLVTQDTENELKKLQQTQEY 
FIIQYQESLRIQAQFGPLAQLSPQERLSRETALQQKQVSLEAWLQREAQTLQQYRVE 
LAEKHQKTLQLLRKQQT I I LDDEL I QWKRRQQLAGNGGP PEGSLDVLQS WCEKLAE I 
I WQNRQQ I RRAEHLCQQLP I PGP VEEMLAEVNAT I TD I I S ALVTSTF I I EKQPPQVL 
KTQTKFAATVRLLVGGKLNVHMNPPQVKATIISEQQAKSLLKNENTRNDYSGEILNN 
CCVMEYHQATGTLSAHFRNMSLKRI KRSDRRGAESVTEEKFTI LFESQFSVGGNELV 
FQVKTLSLPVWIVHGSQDNNATATVLWDNAFAEPGRVPFAVPDKVLWPQLCEALNM 
KFKAEVQSNRGLTKENLVFLAQKLFNNSSSHLEDYSGLSVSWSQFNRENLPGRNYTF 
WQWFDGVMEVLKKHLKPHWNDGAILGFVNKQQAHDLLINKPDGTFLLRFSDSEIGGI 
TIAWKFDSQERMFWNLMPFTTRDFSIRSLADRLGDLNYLIYVFPDRPKDEVYSKYYT 
PVPCESATAKAVDGYVKPQIKQWPEFVNASADAGGGSATYMDQAPSPAVCPQAHYN 
MYPQNPDSVLDTDGDFDLEDTMDVARRVEELLGRPMDSQWIPHAQS 



Figure 2 0 



